HUVECs. Total RNA was harvested from cells at the appropriate times post-stimulation, DNasetreated, and used in qRT-PCR. No significant effect was detected on the levels of two SAMD4A
hybrids (dR2 and xR3), and one from HDLBP; mRNA levels of constitutively-expressed genes CDC42 and RCOR1 remained unaffected and serve as negative controls, while PROMPT levels from the TMEM97 promoter rise as expected (21) *verified by RT-PCR (see Figure 3) (ii) nucleosome occupancy Splicing events detected by RNA-seq in SAMD4A. "Read-through" refers to reads mapping across exon/intron boundaries; "end-adjusted" refers to read-through after removing reads mapping to the first and last SAMD4A exons (these skew results as the background of preexisting mRNAs yield 5′-and 3′-UTR reads); "exon-exon junctions" refers to conventional splicing junctions seen in RefSeq genes; "inferred" refers to read pairs in which one maps solely to within an exon and the other to another exon (so neither read runs across the potential exonexon junction); "recursive splicing" refers to hybrids 1-8 shown on the left, and "inferred" again to reads supporting these which flank, but do not contain, the actual junction sequence. T T  T  T T T  T T T  T T  T T  T  T  T  T  T T T  T T  T T  T  T 
